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Title : “Variable selection in classification models for functional data and its

application to gene expression data analysis”
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Summary:

Functional data analysis is one of the most useful tools for analyzing longitudinal data by
transforming repeatedly measured data into functions for individual. We consider
constructing logistic regression models for functional data along with sparse regularization
in order to identify genes with dynamic alterations in case/control study. We employ the
mixed effects model based on basis expansions in order to convert time course profiles
measured at small and irregularly spaced time points into functional data, and then
estimate the functional logistic regression model using the penalized likelihood method
with the group elastic net penalty in order to select genes that have time course expression
profiles. We apply the proposed method to the analysis of gene expression data and show

that our method selected biologically important genes.



